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Outline
 
• Genomes downloading & Gene Finding
• rRNA finding & 16S rRNA trees
• BLASTmatrices & Genome atlases
• Pan- and core-genome plots & BLAST atlases



Group #!    organism          16S rRNA    Blastmatrix  pan/core     BLASTatlas
-----------------------------------------------------------------------------------!
Group 1!  Cyanobacteria         yes     lots of zeros     no          no
Group 2    Firm/Spiroch/Archaea  yes     lots of zeros     running     no
Group 3    E. coli / Vibrio      yes     lots of zeros     running     no
-------------------------------------------------------------------------------
Group 4    Actinobacteria        yes     lots of zeros     running     no
Group 5    Archaea               yes     lots of zeros     running     no
Group 6    Lactobacillus         yes     -only 3 zeros     yes         no
----------------------------------------------------------------------------------
Group 7    Methanococcus         yes      yes              yes         no
Group 8    Aquif/Thermotog/Arch  yes      no               running     no
Group 9    Spirullena            no       no               no          no




