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Comparison Excercises

1. Simple comparisons

Length vs. AT content
AT content vs. Repeats

go to http://www.cbs.dtu.dk/services/GenomeAtlas/

click on “Bacteria”
click on “Compare within search”
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2. 2-D Clustering Analysis

Comparison Excercises

1. Simple comparisons

Length vs. AT content
AT content vs. Repeats

http://www.cbs.dtu.dk/services/GenomeAtlas/
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Summary

1. Local repeats are less likely to occur by chance for 
genomes with around 50% AT content

2. Clustering analysis can be used to compare many 
genomic properties.


