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Codon frequency based clustering
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Amino acid clustering
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Weighted pan-genomes
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Shell weighted
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Cloud weighted
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Conclusion

 The genomes of the Brucella species are so
alike, that genome sub-protein level methods
are needed

e 0 Markov chain method is better at
distinguishing between closely related species
than other methods

 Pangenomic analysis indicate that very little or
no transfer of DNA horizontally occurs

e Evolutionary indications
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Critics
CONS

PROS

» Very well written and constructed

« Aware of the methodes limitation

About mathematics, not biological

Methodes are not very well
described for a non-
mathematicans

* No measure on figures

« Vague conclusions
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